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During my short-term visit to the laboratory, I conducted two primary lines of investigation with
guidance from local collaborators. The first involved reverse genetic techniques and mini-genome
experiments. The second focused on utilizing plasmids for mammalian expression and exploring any
relevant regulatory considerations. This report summarizes the aims, methodology, and preliminary
outcomes of these projects.

1. Reverse Genetic Techniques and Mini-Genome Experiments

In collaboration with Meng-Chi, | employed reverse genetic strategies to investigate key aspects of viral
genome replication and gene function. Our work involved designing constructs to introduce specific
mutations into viral genomic segments, which allowed us to observe how these alterations affected viral
phenotypes. The mini-genome system proved especially advantageous, as it enabled us to assess
replication efficiency and protein expression profiles without working with a fully infectious virus. By
evaluating how certain genomic sequences influence replication kinetics, we aim to gain insights into the
viral life cycle, ultimately informing potential therapeutic strategies. Meng-Chi is coordinating the
broader experimental schedule, and we plan to refine our protocols based on these initial observations.

2. Utilization of Plasmids for Mammalian Expression

The second project centered on leveraging plasmids extracted in Taiwan for mammalian expression
studies. These plasmids contained specific gene sequences that could be valuable for investigating the
roles of targeted proteins in cultured cells. Before commencing experiments, I consulted with the
laboratory’s regulatory team to determine whether formal approval or documentation was required.
Depending on the origin and nature of these sequences, there may be guidelines or restrictions governing
the transfer and use of genetic materials. To ensure full compliance, I plan to discuss the details in
person with the appropriate institutional contacts. Once proper authorization is obtained, the plasmids
will be introduced into mammalian cell lines to evaluate protein expression levels, functionality, and
potential effects on cellular processes.

S DB /Prospects for future research collaboration

Opverall, these short-term projects have laid the groundwork for more extensive investigations into viral
replication mechanisms and protein function within mammalian cells. After finalizing any required
applications for regulatory approval, [ will proceed with the plasmid-based expression experiments.
Concurrently, further optimization of the mini-genome systems will strengthen our ability to dissect viral
replication features and devise novel strategies for controlling viral spread. Going forward, continued
collaboration with the host laboratory and regular discussions with Dr. Makino will help ensure that both
projects progress smoothly and yield meaningful results.
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